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1-Basic chemical units

A 5 carbon sugar - deoxyribose
e phosphate - link between sugars

* bases: purines = adenine and guanine
= thymine and cytosine



adenine and guanine
pyrimidines = thymine and cytosine







This is

the five-carbon sugar
found in RNA.




the five-carbon sugar
found in DNA.




How are they
different?




4 DNA Nucleotides
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Figure B-3: The Four Nitrogenous Bases

Each base has a distinct shape that can be used to distinguish it form the others.
3D representations of the four bases are shown, with the corresponding chemical
structures drawn above.
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The components of nucleotides

= base + sugar + phosphate

4 different dNTP's (deoxynucleoside triphosphate) :

deoxvadenosine tniphosphate = dATE
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From

nucleotide to DINA
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DNA Structure
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DNA in a cell
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S. National Library of Medicine

Genes are made up of DNA. Each chromosome contains many genes.



Chromosomal location of a gene

chromosome # T

short arm p
. Example gene:
+—Centromere ————* CFTR

Chromosomal location:

long arm q oy 7 g 31 .2
band # 1
sub-band # 2

region # 3 ¢
.5 HMHatiomal I_.i:-r_=|r5_ of edicine

The CFTR. gene 1s located on the long arm of chromosome 7 at position 7q31.2.
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Genome Variations s <l ¢uall ¢l
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